SEQUENCE LISTING 



<110> LAWLOR, ELIZABETH JANE 
<120> NOVEL COMPOUNDS 



<130> GM10253B-3C1D1 

<140> TO BE ASSIGNED 
<141> 2003-06-26 

<150> 10/187,641. 
<151> 2002-07-01 

<150> 10/025,189 
<151> 2001-12-19 

<150> 09/432,692 
<151> 1999-11-03 

<150> 08/844,056 
<151> 1997-04-18 

<150> GB 9607999.1 
<151> 1996-04-18 

<160> 6 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1998 
<212> DNA 

<213> Streptococcus pneumoniae 

<220> unknown 
<221> 

<222> (123) 



<223> Where n can be a, c, t # or g 



<400> 1 

atgtctgaaa aaaattttta tattacgacg ccgatttact atccatctgg gaaacttcat 60 
atcggttctg cctacacaac tatcgcatgt gatgtcctag cacgttacaa acgcctgatg 12 0 
ggntacgatg tattttatct gacaggtctt gatgaacatg gtcagaaaat ccagcagaaa 180 
gcggaagaag ctggtattac acctcaagcc tatgttgatg gaatggcggt tggagttaaa 240 
gaactctggc aattactaga tatctcatac gataaattta tccgtacaac cgatgactac 3 00 
catgaaaaag ttgtcgcaca ggtctttgaa cgcttacttg ctcaagatga tatctacttg 3 60 
ggtgaatact ctggttggta ttcagtatca gacgaagaat tctttacaga aagccagctg 42 0 
gcagaagttt tccgtgatga agctggaaat gtgactggtg gtattgctcc atcaggtcat 480 
gaggttgaat gggtttctga agaatcatac ttccttcgcc ttagcaaata ccaagaccgt 540 
ttggtcgaat ttttcaaagc tcatcctgaa tttatcacgc cagatggtcg tcttaatgaa 600 
atgctacgca acttcatcga gccaggtttg gaagatttgg cggtatctcg tacaaccttt 660 
acatggggag tgcctgtccc atcaaatcca aaacacgttg tctacgtttg gattgatgcc 72 0 
cttcttaact atgcgacagc tcttggctac gctcaagacg aacatggtaa ctttgacaag 7 80 
ttctggaatg gaacagtctt ccatatggta ggaaaagaca tccttcgctt ccactctatc 840 
tactggccaa tccttcttat gatgttggat gttaaattac ctgatcgttt gattgcccat 900 
ggttggtttg tcatgaaaga cggaaaaatg tctaagtcaa aagggaatgt cgtttaccct 960 
gaaatgttgg tagagcgtta tggactagat ccacttcgtt actacctcat gcgtaacctt 1020 
ccagttggtt cagacggaac ctttactcct gaagactatg tcggtcgtat caactatgaa 1080 
ttggctaatg accttgggaa cctccttaac cgtacggttt ccatgattaa taagtacttt 1140 
gatggacaaa tccctgccta tgtagaaggt gtgactgaat ttgatcatgt tcttgctgag 1200 
gttgcagaaa aatcaatcgc agacttccat acacacatgg aagcagttga ttatccacgt 1260 
gcgcttgaag cagtctggac tctgatctct cgtaccaata aatacatcga tgagactgca 1320 
ccatgggtct tggacaagga tgaagctctt cgtgaccaat tggcaagtgt catgagccat 13 80 
tggcaagcca gcattcgtgt agttgctcac ttgattgaac catttatgat ggaaactagt 1440 
cgtgcagttt tgactcaaat tggtttggaa gaagtttcta gtcttgaaaa cttgagtttg 1500 
gctgacttcc cagcagatgt gactgtagtt gccaaaggaa cacctatctt tccacgtcta 1560 
aatatggaag aagaaatcgc ctatatcaag gaacaaatgg aaggcaataa accagcagtc 1620 
gaaaaagaat ggaatccgga cgaagttgag ctcaaactaa acaaggatga aatcaagttt 1680 
gaagactttg acaaggttga aatccgtgtc gcagaagtca aagaagtgtc taaagtagaa 1740 
ggttcagata agttgcttca attccgcttg gatgctggtg atggagaaga tcgtcagatt 1800 
ctttcaggaa ttgcaaaata ctatccaaat gaacaagaat tggtcggcaa gaaagttcaa 1860 
atcgttgcta acctcaaacc acgtaaaatg atgaaaaaat atgtcagcca gggtatgatt 1920 
ctctcagctg aacatgatgg caaattaacc cttctcacag ttgatccagc tgtaccaaat 1980 
ggaagtgtga ttgggtaa 1998 



<210> 2 
<211> 665 



<212> PRT 

<213> Streptococcus 



pneumoniae 



<400> 2 

Met Ser Glu Lys Asn Phe Tyr lie Thr Thr Pro lie Tyr Tyr Pro Ser 

15 10 15 

Gly Lys Leu His lie Gly Ser Ala Tyr Thr Thr lie Ala Cys Asp Val 

20 25 30 

Leu Ala Arg Tyr Lys Arg Leu Met Gly Tyr Asp Val Phe Tyr Leu Thr 

35 40 45 

Gly Leu Asp Glu His Gly Gin Lys lie Gin Gin Lys Ala Glu Glu Ala 

50 55 60 

Gly lie Thr Pro Gin Ala Tyr Val Asp Gly Met Ala Val Gly Val Lys 
65 70 75 80 

Glu Leu Trp Gin Leu Leu Asp lie Ser Tyr Asp Lys Phe lie Arg Thr 

85 90 95 

Thr Asp Asp Tyr His Glu Lys Val Val Ala Gin Val Phe Glu Arg Leu 

100 105 110 

Leu Ala Gin Asp Asp lie Tyr Leu Gly Glu Tyr Ser Gly Trp Tyr Ser 

115 120 125 

Val Ser Asp Glu Glu Phe Phe Thr Glu Ser Gin Leu Ala Glu Val Phe 

130 135 140 

Arg Asp Glu Ala Gly Asn Val Thr Gly Gly lie Ala Pro Ser Gly His 
145 150 155 160 

Glu Val Glu Trp Val Ser Glu Glu Ser Tyr Phe Leu Arg Leu Ser Lys 

165 170 175 

Tyr Gin Asp Arg Leu Val Glu Phe Phe Lys Ala His Pro Glu Phe lie 

180 185 190 

Thr Pro Asp Gly Arg Leu Asn Glu Met Leu Arg Asn Phe lie Glu Pro 

195 200 205 

Gly Leu Glu Asp Leu Ala Val Ser Arg Thr Thr Phe Thr Trp Gly Val 

210 215 220 

Pro Val Pro Ser Asn Pro Lys His Val Val Tyr Val Trp lie Asp Ala 
225 230 235 240 

Leu Leu Asn Tyr Ala Thr Ala Leu Gly Tyr Ala Gin Asp Glu His Gly 

245 250 255 

Asn Phe Asp Lys Phe Trp Asn Gly Thr Val Phe His Met Val Gly Lys 

260 265 270 

Asp lie Leu Arg Phe His Ser lie Tyr Trp Pro lie Leu Leu Met Met 
275 280 285 



Leu Asp Val Lys 
290 

Met Lys Asp Gly 
305 

Glu Met Leu Val 

Met Arg Asn Leu 
340 

Tyr Val Gly Arg 
355 

Leu Asn Arg Thr 
370 

Pro Ala Tyr Val 
385 

Val Ala Glu Lys 

Asp Tyr Pro Arg 
420 

Asn Lys Tyr lie 
435 

Ala Leu Arg Asp 
450 

lie Arg Val Val 
465 

Arg Ala Val Leu 

Asn Leu Ser Leu 
500 

Gly Thr Pro lie 
515 

lie Lys Glu Gin 
530 

Asn Pro Asp Glu 
545 

Glu Asp Phe Asp 

Ser Lys Val Glu 
580 

Gly Asp Gly Glu 
595 



Leu Pro Asp Arg 
295 

Lys Met Ser Lys 
310 

Glu Arg Tyr Gly 

325 

Pro Val Gly Ser 

lie Asn Tyr Glu 
360 

Val Ser Met lie 
375 

Glu Gly Val Thr 
390 

Ser lie Ala Asp 
405 

Ala Leu Glu Ala 

Asp Glu Thr Ala 
440 

Gin Leu Ala Ser 
455 

Ala His Leu lie 
470 

Thr Gin lie Gly 
485 

Ala Asp Phe Pro 

Phe Pro Arg Leu 
520 

Met Glu Gly Asn 
535 

Val Glu Leu Lys 
550 

Lys Val Glu lie 
565 

Gly Ser Asp Lys 

Asp Arg Gin lie 
600 



Leu lie Ala His 
300 

Ser Lys Gly Asn 
315 

Leu Asp Pro Leu 
330 

Asp Gly Thr Phe 
345 

Leu Ala Asn Asp 

Asn Lys Tyr Phe 
380 

Glu Phe Asp His 
395 

Phe His Thr His 
410 

Val Trp Thr Leu 
425 

Pro Trp Val Leu 

Val Met Ser His 
460 

Glu Pro Phe Met 
475 

Leu Glu Glu Val 
490 

Ala Asp Val Thr 
505 

Asn Met Glu Glu 

Lys Pro Ala Val 
540 

Leu Asn Lys Asp 
555 

Arg Val Ala Glu 
570 

Leu Leu Gin Phe 
585 

Leu Ser Gly lie 



Gly Trp Phe Val 

Val Val Tyr Pro 
320 

Arg Tyr Tyr Leu 
335 

Thr Pro Glu Asp 
350 

Leu Gly Asn Leu 
365 

Asp Gly Gin lie 

Val Leu Ala Glu 
400 

Met Glu Ala Val 
415 

lie Ser Arg Thr 
430 

Asp Lys Asp Glu 
445 

Trp Gin Ala Ser 

Met Glu Thr Ser 
480 

Ser Ser Leu Glu 
495 

Val Val Ala Lys 
510 

Glu lie Ala Tyr 
525 

Glu Lys Glu Trp 

Glu lie Lys Phe 
560 

Val Lys Glu Val 
575 

Arg Leu Asp Ala 
590 

Ala Lys Tyr Tyr 
605 



Pro Asn Glu Gin Glu Leu Val Gly 

610 615 
Leu Lys Pro Arg Lys Met Met Lys 
625 630 
Leu Ser Ala Glu His Asp Gly Lys 
645 

Ala Val Pro Asn Gly Ser Val lie 
660 



Lys Lys Val Gin lie Val Ala Asn 
620 

Lys Tyr Val Ser Gin Gly Met lie 
635 640 
Leu Thr Leu Leu Thr Val Asp Pro 
650 655 

Gly 
665 



<210> 3 
<211> 348 
<212> DNA 

<213> Streptococcus pneumoniae 



<400> 3 

ctcaaactaa acaaggatga aatcaagttt gaagactttg acaaggttga aatccgtgtc 60 
gcagaagtca aagaagtgtc taaagtagaa ggttcagata agttgcttca attccgcttg 120 
gatgctggtg atggagaaga tcgtcagatt ctttcaggaa ttgcaaaata ctatccaaat 180 
gaacaagaat tggtcggcaa gaaagttcaa atcgttgcta acctcaaacc acgtaaaatg 240 
atgaaaaaat atgtcagcca gggtatgatt ctctcagctg aacatgatgg caaattaacc 3 00 
cttctcacag ttgatccagc tgtaccaaat ggaagtgtga ttgggtaa 3 48 



<210> 4 
<211> 115 
<212> PRT 

<213> Streptococcus pneumoniae 



<400> 4 

Leu Lys Leu Asn Lys Asp Glu lie 

1 5 
Glu lie Arg Val Ala Glu Val Lys 
20 

Asp Lys Leu Leu Gin Phe Arg Leu 

35 40 
Gin lie Leu Ser Gly lie Ala Lys 

50 55 
Val Gly Lys Lys Val Gin lie Val 
65 70 
Met Lys Lys Tyr Val Ser Gin Gly 



Lys Phe Glu Asp Phe Asp Lys Val 

10 15 
Glu Val Ser Lys Val Glu Gly Ser 
25 30 
Asp Ala Gly Asp Gly Glu Asp Arg 
45 

Tyr Tyr Pro Asn Glu Gin Glu Leu 
60 

Ala Asn Leu Lys Pro Arg Lys Met 

75 80 
Met lie Leu Ser Ala Glu His Asp 



85 90 95 

Gly Lys Leu Thr Leu Leu Thr Val Asp Pro Ala Val Pro Asn Gly Ser 
100 105 110 

Val He Gly 
115 



<210> 5 
<211> 24 
<212> DNA 

<213> Streptococcus pneumoniae 
<400> 5 

atgtctgaaa aaaattttta tatt 24 

<210> 6 
<211> 24 
<212> DNA 

<213> Streptococcus pneumoniae 



<400> 6 

ttacccaatc acacttccat ttgg 



24 



